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Abstract

The Cool Season Food Legume Genome database (CSFL) is a resource for
genomics, genetics, and breeding research for chickpea, lentil, pea, and
faba bean. Curated QTL, marker and genetic map data from the current
literature is regularly added, easily searchable and can be retrieved as
downloadable tables and files. The database also has several tools for data
exploration including BLAST for searching genome sequences and
reference transcripts (RefTrans) generated by analysis of published RNASeq
data, JBrowse for viewing genomes and the corresponding annotations or
alignments, and PlantCyc for viewing predicted metabolic pathways in
genomes. |n addition to the comparative map viewer CMap, CSFL features
a new TripalMap genetic MapViewer. TripalMap is a new Tripal module
that pulls data from the CSFL Chado database and integrates the maps into
the CSFL genetic map details pages.
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Genomic, Genetic and Breeding Resources for Pea, Lentil, Chickpea and
Faba Bean Crop Improvement

« 2016 International Conference on Pulses, April 13-15, 2016
« New marker, map and QTL data available for lentil (12/1/15)
« Redesigned CSFL launched November 2, 2015

« CSFL to be presented at PAG XXIV, January 9-13, 2016
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Click on any linkage group to explore this map further. You will be taken to MapViewer and Ig

Wiewing genetic map chickpea-lCCVI6029%xCDCCorinne-F2

(New graphical map summa
on Map Overview page

e New MapViewer allows for

with draggable zoom settin

and user defined feature

4 Show ruler () Show marker position

\\colors

ry

easy viewing of map regions

g5

24 () | —CASTME24

e —— C GO 85

DT [ f— —ICCMO257

N LG04 of map chickpea-ICC4958xP1489777-RIL-F1
ame
To zoom in, drag the mouse across the linkage group
Species
Map type
0 ISSR8901— () _—
Population type mul
ISSRE842—
Map unit 10 ] 225
Maternal parent — 230
2[] —_
Paternal parent CaSTMS24— 215
mare... o —
Population size 30 e
Number of loci CGMMUTE"“U
40 TAZ— 245
Number of linkage — '
groups 50 = 25.0
H1H15'——__
— 255
G0
—_— 26.0
20 ICCM0293— i
# Submit Data . 26.5
—
# Presentations 80 —
# Work in Progress B
» Contact Us 90 U 275 |
Mstvs @ sne M caps MIssR M ssR M OAT M geneticmarker B SNAP

Species chickpea (Cicer arietinL - Map chickpea-ICC4958xPI489777-RIL-F10-2012 - Linkage Group LG04 v
Marker color STMS avocadoGreen Reset
Marker visibility STMS v Show Reset

=

N

g

accessed using Crops Quick

Gene and Transcript Search

Search for markers. Users can perform combinatorial queries using categories such as name, type, species, anchored position in genome and/or genetic map position. |

Hi0deld, CPPCTO16, UFFXE1EHD?:I Choose File | Mo file chosen

™

e Search and download

information in tables
for markers, maps,

transcripts and QTLs

e Search sequence
information and

Search genes and transcripts by species, dataset, genome location, name and/or keyword. For keywd Marker Search
term, or InterPro term. | Short video tutorial | Text tutorial | Email us with problems and suggest
= * Crop pages allow f Y
; \ C S F Y Crops Data Se rO a es a OW O r ea S Genus Any v Species Any v Short video tutorial | Text tutorial | Email us with problems and suggestions
o '; o ° o
% S - _
access to crop-specific data pataset @ Cicer aietinum ICC 4958 genome v20 = MarkerName | confans T g
Cicer reticulatum L. PI489777 genome v1
- = RefTrans
Cicer arietinum a nd tools Marker Type @ Any
QTL Search
Marker Mapped in Species Marker Developed from Species
Dat,
i Overview |
Genome Location A
CIverview Search QTLs and/or MTLs (Mendelian Trait Loci) by any combinat ﬂm—' o ﬂm-' o
_ abbreviations for QTL traits. | Short video tutorial | Text tutorial Cicer arietinum Cicer arietinum
GEI"IE.'T.IE f'-.'laps GE”US G;Gell' Gen E}'Transcript Name =i clcer Sp. clcer plﬂﬂatl IDIL.IP’I
Lens culinaris « Cicer reticulatum
Genomes Species arietinum Type Any - - -
Keyword cf T
Germplasm Common Name chickpea y !I": Map Any
Markers Abbreviation C. arietinum - meset
S Search Linkage Group Any v  between and
Publications Ploidy Diploid Species Any |
v
Sequences Chromosome Number 2n=16 Cicer arietinum -5'35":lI Reset
i i Cicer sp.
Tralt LDEI GEanE SiZE "'?-’40 Mbp LEHS E_u”nariﬁ -
Transcripts - -
P Available Markers 31,060
) Trait Category Any
Tools Available Maps 40 anatomy and morphology trait
Batch BLAST Available QTLs 502 biochemical trait _
growth and development frait «
BLAST Available MTLs 19 o I
Chap Available Traits a7 Trait Name contains v (€.9. seed yield, pod number)
Community Annotation Available Genomes 2 [
Published Symbol  contains v (e.g. QBrp.ncl-1.1)
Downloads
KEGG QTL/MTL Label @  contains v (e.g. qBPL.JGB2xVijay.LG1.1Il)
PathwayCyc

WASHINGTON STATE

G mm0es ERT AINRSPIO

\ FASTA formats

download in Excel and

/

Funding provided by

Morthern
Pulse Growers

Association

«

ANQUSA Dry Pea
%/’: & Lentil Council

Thanks to

- ‘Eé Tripal

\




	Slide Number 1

