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Abstract Data in CSFL

The Pulse Crop Database (PCD, www.pulsedb.org), is an online resource that
focuses on providing access to curated and integrated data and tools to
enable pulse crop research, translation, and improvement. PCD includes Pea 175156 /1 1405 1
publicly available genomics, genetics and breeding data including genomes, Cowpea 159091 21 444 1
genes, transcripts, genetic maps, markers, QTL, germplasm, phenotype data, Pigeon Pea 151970 19 55 1
and publications with integrated tools to easily access, view, filter and

download the data. Genetic maps can be viewed and compared using the Faba Bean 138233 33 338

MapViewer tool and marker information easily viewed and searched.  Chickpea 100025 98 1587 3
Genomes can be viewed using the JBrowse, Synteny Viewer, and PathwayCyc Lentil 84198 43 37?2

jcools; ge.nome sequences searched .usi.ng BLAST;, and the gene and mRNA Common Bean 43048 33 311 1
information viewed and searched within the database. For breeders, PCD .

hosts the Breeding Information Management System (BIMS) which allows for Lupin 19195 11 70 1
management of breeding programs via private user accounts while also Adzuki Bean 7771 1

enabling access to publicly available pulse phenotype data downloaded from Bambara Bean 4788 A 105
the GRIN database.
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